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A recently published study [1] reassessed the phylogenetic relationships of Chilesaurus diegosuarezi, proposing its affinities to ornithischians rather than theropods as previously suggested [2] . However, we observed that the results presented by Baron & Barrett [1] could not be replicated using the same dataset and parameters provided by the authors. Indeed, following that dataset (see the electronic supplementary material) and parameters, C. diegosuarezi nests within Sauropodomorpha, as the sister-taxon of a clade composed by Efraasia minor and more derived members (figure 1). Moreover, the same topology was obtained adopting both 'new technology search' (as conducted by the authors) and the 'traditional search' (1000 replications, TBR with 10 trees saved per replication), using TNT 1.5 [3] . The similarity in the results was indeed expected. The 'new technology' actually provides a faster method to analyse large datasets (with more than 1000 taxa, and a comparatively large set of characters), as stated by Goloboff et al. [4] . Despite the algorithm selected, if one applies a large enough number of replications (i.e. a statistically substantial number of samplings), the results are expected to be the same, as TNT will search for the most parsimonious tree, independent of the method. Thus, the analysis employing the 'traditional search' (adequate for this dataset) recovered 486 most parsimonious trees (MPTs) of 1819 steps each (CI ¼ 0.294; RI ¼ 0.595), where C. diegosuarezi nests within Sauropodomorpha in all MPTs. Such result differs drastically from those presented by Baron & Barrett [1] , consequently changing most implications and conclusions from the former study. However, C. diegosuarezi is recovered as a basal ornithischian when the matrix is run under the 'unordered' option. Nonetheless, during the review of the present comment, the former authors recognize that an incorrect dataset was uploaded with the original manuscript, and provided us with a new dataset. When we ran this new dataset we observed that C. diegosuarezi was, indeed, recovered as the basalmost member of Ornithischa, as suggested by the former authors. The new version of the dataset differs from the previous one in character 206 for C. diegosuarezi, in which state character was modified from '1' to '0'. We also noticed score modifications in other taxa that, according to the former authors, these character state reinterpretations will be discussed in the future. In addition, the tetanuran theropod affinities proposed by Novas et al. [2] were neither tested nor scored in the dataset provided by Baron & Barrett [1] (the article does not include neither tetanuran taxa nor their diagnosing synapomorphies). Therefore, these results demonstrate how search parameters, character scoring and taxon sampling could affect the phylogenetic position of C. diegosuarezi. Accordingly, our replication of Baron & Barrett's [1] is compelling evidence that the phylogenetic status of C. diegosuarezi remains unstable and the mystery of this enigmatic dinosaur still remains unsolved. rsbl.royalsocietypublishing.org Biol. Lett. 14: 20170581
